Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.114; data-to-parameter ratio = 17.8.
In the title compound, C 16 H 15 N 3 O 3 S, the dihedral angle between the aromatic rings is 8.18 (11) and the C N-N C torsion angle is 178.59 (14) . The conformation of the thiazine ring is an envelope, with the S atom displaced by 0.8157 (18) Å from the mean plane of the other five atoms (r.m.s. deviation = 0.045 Å ). An intramolecular O-HÁ Á ÁN hydrogen bond closes an S(6) ring. In the crystal, weak C-HÁ Á ÁO interactions link the molecules, with all three O atoms acting as acceptors.
Related literature
For the synthesis and biological activity of the title compound and related materials, see: Shafiq et al. (2011) .
Experimental
Crystal data Monoclinic, P2 1 =n a = 6.5530 (2) Å b = 15.8719 (5) Å c = 14.5804 (4) Å = 91.147 (1) V = 1516.18 (8) Å 3 Z = 4 Mo K radiation = 0.23 mm À1 T = 296 K 0.40 Â 0.05 Â 0.05 mm
Data collection
Bruker APEXII CCD diffractometer 14391 measured reflections 3778 independent reflections 3019 reflections with I > 2(I) R int = 0.020 Refinement R[F 2 > 2(F 2 )] = 0.039 wR(F 2 ) = 0.114 S = 1.03 3778 reflections 212 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.32 e Å À3 Á min = À0.28 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: ORTEP-3 (Farrugia, 1997).
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Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: BT5989). In the synthesis of title compound, 4-hydrazinylidene-1-methyl-3H-2λ 6 ,1-benzothiazine-2,2-dione was subjected to react with 2-hydroxy benzaldehyde according to literature procedure ((Shafiq et al. (2011) ). The product obtained was then recrystallized in ethylacetate under slow evaporation to obtain single crystals suitable for X-ray diffraction.
Refinement
The O-bond H atom was located in a difference map and its position was freely refined. The C-bound H-atoms were placed in calculated positions (C-H = 0.93-0.97 Å) and refined as riding. The methyl group was allowed to rotate, but not to tip, to best fit the electron density. The constraint U iso (H) = 1.2U eq (C,O) or 1.5U eq (methyl C) was applied.
Computing details
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication:
ORTEP-3 (Farrugia, 1997).
Figure 1
The molecular structure of (I), showing displacement ellipsoids at the 50% probability level. The hydrogen bond is shown as a double-dashed line. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (14) 0.0524 (11) −0.0090 (9) 0.0175 (7) −0.0246 (10) C2 0.0275 (6) 0.0353 (7) 0.0342 (7) −0.0008 (5) 0.0019 (5) 0.0000 (6) C3 0.0329 (7) 0.0478 (9) 0.0448 (9) −0.0081 (6) 0.0076 (6) −0.0008 (7) C4 0.0379 (8) 0.0441 (9) 0.0537 (10) −0.0121 (7) 0.0005 (7) 0.0002 (8) C5
2-{[2-(1-Methyl-2,2-dioxo-3,4-dihydro-1H-2λ 6 ,1-benzothiazin-4-ylidene)hydrazin-1-ylidene]methyl}phenol
R int = 0.020 θ max = 28.4°, θ min = 2.6°h = −8→8 k = −21→20 l = −19→19 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.039 wR(F 2 ) = 0.114 S = 1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
0.0475 (9) 0.0395 (8) 0.0437 (9) −0.0083 (7) −0.0031 (7) −0.0046 (7) C6 0.0411 (8) 0.0380 (8) 0.0363 (8) −0.0042 (6) 0.0048 (6) −0.0022 (6) C7 0.0294 (6) 0.0327 (7) 0.0335 (7) −0.0012 (5) 0.0025 (5) 0.0028 (6) C8 0.0323 (7) 0.0351 (7) 0.0297 (7) −0.0033 (6) 0.0024 (5) 0.0026 (6) C9 0.0585 (10) 0.0508 (10) 0.0323 (8) −0.0227 (8) 0.0126 (7) −0.0050 (7) C10 0.0363 (7) 0.0381 (8) (7) −0.0062 (5) 0.0078 (5) −0.0085 (6) N2 0.0333 (6) 0.0401 (7) 0.0403 (7) −0.0054 (5) 0.0083 (5) −0.0013 (5) N3 0.0331 (6) 0.0396 (7) 0.0397 (7) −0.0053 (5) 0.0084 (5) 0.0011 (5) O1 0.0377 (6) 0.0885 (10) 0.0479 (7) 0.0080 (6) −0.0021 (5) 0.0094 (7) 
